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Scope and Access

Clone DB is an Entrez database from NCBI that replaces and expands upon the former Clone Registry to

clones and their source libraries, including sequence data, genome map positions and distributor infor-
mation. This consolidation provides a more comprehensive view of clone-associated data and makes clone
selections for various experimental purposes a straightforward process. Clone DB has records for genomic

and cell-based (gene-trap and gene-targeting) libraries and clones representing more than 100 different eukaryotic taxa.
Several venues are available for accessing data from CloneDB:

e Text searching via the Clone DB homepage
o Bulk download from the clone FTP site
¢ Locating clones via CloneFinder

The Homepage

The Clone DB homepage (right)
provide links to comprehensive
online help documents in the
“Getting Started” column (A).
The Tools column (B) lists the
tools specific to Clone DB, while
the Related Resources column
(C) lists representative re-
sources related to Clone DB.

Browsing Records

The “Genomic clone library
browser” and the “Cell-based
clone library browser” provide
convenient ways to browse the
libraries available from the data-
base. The Genomic Library
Browser (D) displays the list of
libraries in a table. The arrows in
the column header (E) indicates
the attribute by which the table
is sorted. Clicking a different
column header sorts the table
by that attribute. Additional filters
(F) in the right-hand column
allows you to restrict libraries
displayed to those with the se-
lected properties. The Cell-
Based Library Browser (G) is

https://www.ncbi.nlm.nih.gov/clone/

ftp://ftp.ncbi.nih.gov/repository/clone/

https://www.ncbi.nlm.nih.gov/mapview/mvhome/clonehome.html
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Clone DB is a database that integrates information about clones and
libraries, including sequence data, map positions and distributor
information. It replaces the former NCBI Clone Registry.

Tools

——*Genomic _clone library browser

Cell-based clone library browser
Clene DB Distributors

Clone Finder

Clone DB FTP site

Related Resources G
NCBI Map\iewer

NHGRI Structural Variation Project
Human BAC Resource

CCAP Clones

Clone DB: Genomic Library Browser

This browser provides a listing of genomic clone libraries with records in Clone DB. Data filters are provided Fiter Organisms:

to assist with navigation of the table.

+ Library Distributors: Contact information for distributors in this library browser
» FAQ: Frequently asked questions about this library browser

Items 1-20 of 638 Page |1 f32 MNext= Last=> Filter by Vector -
man i [ e Library VECOr | e 1O . Towlend Total insert | BAC (441)
Abbreviation types clones sequences sequences
Home Agencourt human fosmid  50q fosmid 2007,047 3888476 329
sapiens library 8
Nomascus Nomascus leucogenys
leucogenys fosmid library NLAC — fosmid 1,288,529 2255795 0 phagemid (22)
WIBR- i See more...
Homo —_— fosmid CHORI 1122564 2298885 819 Source: NCBI
sapiens library =edres. T
Homo Agencourt human fosmid
sapiens lbary 12 ABC12 fosmid 1,120,939 2,169,280 556 Filter by Distributor -
Agencourt human fosmid
Homo Agencout human fosmid 507 fosmid 1,116,966 2152975 216
sapiens library 7
Filter by Library Content =
Homo Agencourt human fesmid
sapiens ibrary 9 ABCY fosmid 1,065,503 2,084,892 789 Whale Genome

Filter by Organism

Search | | Clear
wSearch,| | Slear|

similar to that of the Ge-
nomic Library Browser.
The library attributes
(column headers) and
the filters (H, shown in
part) are specific to the
library types. The search
examples shown in sub-

Crganism

sequent pages are from || mus

genomic clone data. Sim- || musculus

ilar library and clone rec-

ords also exist for cell- Mus
musculus

based clones.

Clone DE: Cell-Based Library Browser <

This browser provides a listing of cell-based clone libraries with records in CI IB. Data filters are

provided to assist with navigation of the table.
« FACQ: Frequently asked questions about this library browser
« Data for murine cell-based libraries provided by MGI

Items 1 -20 of 328

Library Type Library Name

Lexicon Genetics
Gene Trap Library

gene_trap Lex-1
12985/SvEvBrd
TIGM gene trap

gene_trap Library lex3.13

C57BL/6N VICTR76

Filter by Library Type B
gene_targeting (165)
gene_trap (163)
Source: NCBI
Page 1 of 17  Next=  Last== ||Filter by Allele Type =
Allele gforj;’ Crestor Total  Total (Gens trapped (163)
c v Targeted (Floxed/Frt) (80)
Type P o clones sequences argeted (Floxe ) (8U)
Targeted (Reporter) (71)
. Targeted (knock-out) (14)
Gene LEX Lexicon 198,902 198,902 Source: NCEI
trapped Genetics
Filter by Group =
tGe”e g loic TIGM 184325 277208
rappe Filter by Creator -
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Searching for Clones
Searching for clones with custom text can be done using the query box and the Search button (A) at the top of the Clone
DB homepage. Clinking the “Help” link (B) opens an online document, providing more details on how to use this data-

base. & NCBI  Resources ¥ How To & Sign in to NCBI
Clone DB |Clone i A )Hmouse[orgn] |
Advanced Help
— c |
Distributor = Clone Advanced Search Builde
gllter I H \ mhll [gene name] AND "amplicon express™[distributor]
- Sk RND £9
Gene Descnptmn l mih1"[Gene Name]} AND “amplicon express [Distributor p
Gene 1D 2
Gene Name Edit Cancel Clear
Genome Project 1d Builder or Add to history
Eggtr: Abbreviation <——<:Di|_' |Gene Name ﬂ |"rn|h1"[Gene Mame] & Show index Iist@
Library Name |.P«ND | | Distributor | |"amp|iu:on express " [Distributor] & Hide index list
lagmg T‘_.’pE a| Previous 200
OI'QJ:ZH type Next 200
Crganism ok genomics (77580)
PMID benaroya research institute at virginia mason (26)
s chori (§439022)
E:ECEd Confid cugi (3 ) Refresh index
acement idence cugi agi (1655) | Refreshindex
Placement Method
Population hal IN\ID LI I.Pdl Fields ;I I & &» Show index list
Clicking the “Advanced” link or Add to history
(C) opens the “Clone Ad- et —
vanced Search Builder” page| """ earnsien
(nght), which allows for inter- Search Add to builder Query tems found  Time
active examination of the #10 Add search "min1"[Gene Name] 1811 13:21:44
indexing fields (D) and terms #9 Add Search mouse[organism] Sort by: ObjType 3125857 10:07:27
indexed under them through £ Add Search pig[organism] Sort by: ObjType 745670 10:07:18

the “Show index list” link (E).

Selected query terms are automatically entered in the query box (F). Clicking the “Add to history” link (G) previews the
search result by adding an entry in the “History” section. Clicking the “Edit” link (H) unlocks the query box so custom
terms such as a search history (#9) can be added.

Displaying the Search Results
A search result is displayed in “Tabular View” (below), which lists the clone name, the source library, library type, vector
type, and mapping status (H). The display format, number of records displayed, and sorting order can be customized
using pull-down menus (l) at the top. Filters (J) in the left-hand column of a search result can quickly narrow down the

Show additional filters
Organism

retrieved list to clones to those satisfying the selected criteria.

Select ..

Library Type Search results
Genomic (2231107)
Gene trap (684046)
Gene targeting (215318)
Vector Type H JcClone Name
BAC (1137270)
Plasmid (1085791)
Fosmid (307213)

¥

Properties

Has end (2149262)
Placed (1016047)
Concordant (983511)

¥

Distributor

CHORI (1344050)

Empire Genomics (176303)
CUGI (186)

Clear all
Show additional filters

RP24-46305

HEPD0%65_2_H03

HEPDOS65_2_F06

HEPD0365_2_F04

Items: 1 to 20 of 3137933

Tabular View~ 20 per page~ Sort by ObjType ~ <I|

Page (1 of 156857 Mext= Last==

Clone :

) Library ) ) “ector
Ngme Library Name e o Library Type Crganism Type Flaced
Aliases

RF'CI—?-- Mouse (C57BL/GJ Male) BAC RP24 qenomic Mus BAC N

Library musculus

Helmholtz Zentrum Muenchen GrmbH Mus

Targeted (Floxed/Frt) JMBA3 N1 gene_targeting musculus plasmid N

C57BL/6MN-A<tm1Brd= L1l 2 Bact P

Helmholtz Zentrum Muenchen GmbH Mus

Targeted (Floxed/Fri) JMBA3 N1 gene_targeting musculus plasmid M

C57BL/6N-A<tm1Brd> L1L2_Bact_P

Helmholtz Zentrum Muenchen GrmbH Mus

Targeted (Floxed/Frt) JMBAI N1 gene_targeting musculus plasmid N

C57BL/6N-A<tm1Brd> L 112 Bact_P

Send to: -
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Detailed Library Record View

Searching with “human[orgn]” retrieve a long list of clones (A). Using filters in the left hand column, the list can be re-
duced to a specific subset of interest. The example (B) is from filtering for bac clone with genome placement, from a se-
lected provider (Empire Genomics). Clicking a library name in the “Library name” column opens a detailed display for
that library (C), which provides a summary of the displayed library as well as other technical details in tabular format un-
der different tabs. For example, the “DNA Source” tab (D) provides details about the organism from which the DNA was
obtained, the “Library Construction” tab (E) describes technical features of the library, the “Library Statistics” tab (F) lists

the summar
Clone DB Clone v |human[orgn] | tatisti f%:']
Create alert  Advanced S ausucs o e
Organism Tabular View~ 20 per page = Sort [ype = Send to: v !!bl:ar}./, and”the
Customize .. Distributor” tab
) Search results G) list
t'“rﬂ"?_“_’p:sﬁm_ Items: 579981 to 580000 of 175667241 B TR g () IfS S Ve?]‘
senomic (17, 241}
Gene targeting (0) Clone Name Csaame Library Name LiDaary S T T Lo dors from whom
Gene trap (0) Aliases Abbreviation  Type Type the Clone can be
COR2A- NHGRI-HUMAN-CORIELL E-DNA_CORIELL- . Homo .
}'ﬁfﬁ’.;ﬁ?’}% . DDODODSSKNU Oip 1081028847854 0 == B COR2A genomic  _ ens fosmid N ordered.
BAC (723395 COR2A- sneimonszose  NHGRIEHUMAN-CORIELLE-DNA CORIELL-  nrpoy o . Homo A
PAC "43'4 Organism Tabular View » 20 per page v Sort by ObjType ~ Send to: v
¥ | Customize ... s h |
Propertie| earch results
Has end ( Library Type Items: 1 to 20 of 85184 G Page 1 of 4260 Mext=  Last==
Placed (1 Genomic (85,184) X . ) X X .
Concordal  Gene targeting (0) o Filters activated: BAC, Placed. Empire Genomics. Clear all to show 17567241 items.
¥ Gene trap (0) Clane Name Clone Name Aliases |Library Name Library Abbreviation Library Type |Crganism “ector Type |Placed
g:jglF:ut Vector Type cear | RP11-733B11 RPCI human BAC library 11 RP11 genomic Homo sapiens BAC Y
Ermpire IC + BAC (85,1843 RP11-57N16 RPCI human BAC library 11 RP11 genomic Homo sapiens  BAC Y
FAC (D
Fosmid (0) RP11-269A7 RPCI human BAC library 11 RP11 genomic Homo sapiens BAC Y
¥ RP11-281A10 RPCI human BAC library 11 RP11 gencmic Homo sapiens BAC A
Properties cesr | RP11-197D10 RPCI human BAC library 11 RP11 genomic Homo sapiens BAC A
Has end (63, 74) RP11-795D24 RPCI human BAC library 11 RP11 genomic  Homo sapiens  BAC %
+ Placed (85,184
Concordant (§3,212) RP11-T93F13 [cj RPCI human BAC library 11 RP11 genomic Home sapiens BAC Y
v RP11-773015 RPCI human BAC library 11 RP11 genomic Home sapiens BAC Y
Distributor clea _ . ) . .
CHORI (85,184 RP11-75719 RPCI human BAC library 11 RP11 genomic Homo sapiens BAC A
v Emp.|r:3 Genghics (5,184) | RP11-70712 DNA Source Library Construction Library Statistics ‘@butors
A RP11-70712
= Library segment - | Avg insert(kb) Coverage Flate range(s) % MNon-recombinant F
1 164 58 1to 288 17
2 168 L] 28010 576 0.5
3 181 67 577 to 864 1
4 183 6.8 86510 1152 1
5 r 196 6.9 1153 to 1440 0.5
DNA Source Library Construction Library Statistics [ Distributor< G
J Distributor Logo Distributor Type Contact More Info
RPCI human BAC library 11
Creator BACPAC Resources Center (BPRC) Address
Library Summan Academic Email: bac pacorders @t hori.org —
Library Abbrevi RP11 ()S . Binei Lios
i H 1 ource ource bioscience Lifesciences
Organism: Homo sapiens ) BioScience Commercial Email: lifescienc es{@sourcebicscience com =
Vector type(s): BAC fesciences
# clones Clone DB: 292,975
# end sequences Clone DB: 394,813 Empire Genomics Address
# insert sequences Clone DB: 33.837 ’ - Commercial Email: info@empiregenomics.com E—
# clones with both ends sequenced: 133,898 :
ROSWELL Creator Roswell Park Cancer Institute Address
Library Details I Academic Email: |effrey.conroy @roswellpark.org -
DNA Source Library th struction Library Statistics Distributor: L invii{;(ogen Commercial InvitrogenTM. part of Life Technologies Address
Library segment ~ Sex "Organ .
ALL male blood

Library segment
1-4
5

-

DNA Source |¥ Library Constructio@ubrary Statistics Distributors

Wector Name
pBACe3 &
pTARBAC1

Wector Cloning Site(s)
EcoRI
BamHI
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Detailed Genomic Clone Record View

A clone's utility as a research rea- 5 | AND oaced D (T ‘
gent is greatly improved when its Clone DB one mouseforgn] AND placed[prop] sloenel (A | Sede
. . . Create alert Advanced
genomic location is known. Clone
DB maps genomic clones to Ref- Search results
Seq assemblies annotated via the |ltems: 110 20 0f 79 Page [1 ]of¢ Nedt> | Lest>>
NCBI annotation pipeline. This sub- | @ Filters activated: BAC. Clear all to show 127 items.
Seft (?; (i!or!tesdctan befr?t?eve(;{ l[JSIng] Clone Name i:fa';i?a'“e Library Name :I;;?g:rianon #;';r:"f Organism }f;tem Placed
a field-limited term of “placed” [prop
as shown in the search example %}% e ] C57BL/GN mouse BAC clone set BENgD1 genamic mzcums BAC Y
(A), Wthh aISO uses a gene Sym' ﬂBSNgU‘].stPz‘] B 12 3 4 5 8 7 8 0101 1243|1415 18 17 18 18 X ¥
bol to further narrow the scope of 21 (1D-25402302) 4 E H
the search. |C_\‘§ Clone Summary
[— Organism: Mus musculus
CI|Ck|ng the Clone name (B) Opens Library name: C5TBUEN mouse BAC clone set (BENg01)
. v . Library type: gencmic
the individual clone record, which pro- GRCM38.p3

vides a Summary Of important features Genome View | | Clone Placements | | Associated Sequences | | Distributors 4 BBNg01-237P21: Selecled sequence-based clone placement
along with an ideogram showing the Genome View  { D

f . . Selected placement: *m38.p3 (C57BL/6J): Chr.13 (NC_000079.6): 23,706,940-23,861,561"
clone's genomic location (C). L 7o This Page | Fasgoac
) . ' |1EI M ‘ZD Vl;‘ |3EI M |4EI L |SEI ™M |EEI L ‘FEI M ‘ED ™ |SEI ™M |]EIEI L | 120,821,635
The “Genome View” tab (D) graphlcally EOTRR YRR i'”.’ R DAL ¥ o e A At S

displays the genomic annotation of the

K . . NC_000079.6: 24M..24M (216Kbp) ~ | 4, | €3 O | @, I O =] FoTools» I | fFTracks - @ P -
Erehglor;’ to WhICh the Clone IS mapped " 23 BEA K 23,766 K 23,728 K 23,748 K (23, 7EA K 23,786 K 23,8688 K 23,828 K (23,840 K 23860 K 23,886 K
e clone ma
. ppINg deta_ll_s are glve.n Tiling Path (Ccmponents) *
below (E), with the specific clone high- —
; ; e
lighted. Hovering over a clone opens a -
popup (F) to prOVIde addltlonal tech_ Genes, NCBI Mus musculus E,nn:tatlc.n Release 106, 2016-06_ [id ®
. . .. . . . “h2be F—— FHH Hre Histihlc Trim3g t=—HH  sic1702 —H-HHHE Sic17al HHHH+—
nical details. This interactive dISplay IS Histihtt ””-9;57353 | HP_pseseLt Gull3ET Set7a3 ———H- I~
. Emilz38 Histihla
based on the Graphical Sequence i sgarrs | e aosearz oes0ns 11 sesiizs e
. istihoa /0 B6Ng01-237P21
Viewer [1 ,2] fea | NM?SI::;MC NHJ?SSS;.;;“SPBJESSSIZ Total length: 154,622
HF_B355151 | MM 7E26s8.2 Histlhzbb Total range: 23,706,940..23,861,561
. . . NM_175664.3 | NP 7835551 Placement method: end-seq
Other tabs provide additional details: e Clone placement: concordant
th nCI gl t ” t b G I t NPJSSSE:!.ItllﬁJTSSSSZ Clo:: :la::::t: E:II-:S; -
€ one Flacements” 1a ( ) IStS BENgO1 clone placements on GRCm32.p3 (ECF_000001635.23) Prototype: GAQ48805.1 GAD48506.1 2
. . = T ] \ Links & Tools
E:Ione mappmg in text format, the. - =i IF GenBank View: NC 000079.6 (23.706,940..23,861,561) [
Associated Sequences tab (H) lists —— Sehgei-{ FAHAVEW:%E@@M@@ L
. 4 - BLAST ic: NC 000079.6 (23,706.940..23,861,561) [
relevant GenBank entries for the clone, Y 1 il —
“ . . ” . L4 Nz Ld
and the “Distributors” tab (1) lists the 4 BEHE1-351K 2 e
. . y | ——d EGHga1-E7K1S
vendors for this clone with the vendors’ | i p-zscap
H : H H H ESHgal-7301E 4 BEHgE1-159PS
contact information given in the linked Ty { et 2o F
page . |—| EsNgm—u?NS}—
G BaNgaHSEz}—
Genome View | | Clone Placements | | Associated Sequences | | Distributors e
Sequence-Based Placements @
Assembly Asm. unit Chr  Seq. 1D Start End Length Method Conc. |Confidence Placed by
GRCm38.p3 CETBLEJ 13 NC 0000796 23706940 23861561 154622 end-seq Y Unigue MCEI
Mm_Celera  Primary Assembly 13 AC 0000351 23,938,292 24093225 154934 end-seq | H Unigue MNCEBI
Cone. = Cencordant Genome View | | Clene Placements | | Associated Sequences | | Distributors
SsocClate equences
| A iated S
Genome View | | Clone Placements | |Associated Sequences | | Distriby SequencelD Seaq. type Lenatibn) a0y
s . . GAD48805.1 End 1,147 E
Distributor information . " -
Distributor Logo Distributor Type Contact GAD4B806.1 End 1,068 B
I " T
nnéll.:?.u;:cl Creator Riken Bioresource Center DNA Bank Add
Academic Email: dnabank@bre.riken.jp AoeEss
References
1. Sequence Viewer online Help https://www.ncbi.nlm.nih.gov/tools/sviewer/
2. Sequence Viewer factsheet https://ftp.ncbi.nim.nih.gov/pub/factsheets/Factsheet Graphical SV.pdf
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